For each comparison, the value for nerve segments maintained in vitro for different time points is normalized to that seen in uncut nerves. Data are presented as mean ± SEM (error bars) from three independent experiments. *, P < 0.05; n.s., not significant. , hanging wire, and walking beam) show that P90 Atg7 cKO mice fed ad libitum have normal sensorimotor function. Sciatic function index: Atg7 cKO mice and control mouse paws were analyzed for toe spreading and footprint length, and used to calculate SFI values. Atg7 cKO mice and control mice were within a healthy range of SFI values and were not found to be significantly different. Hanging wire: Atg7 cKO and control mice were allowed to hang upside-down from a grid for 2.0 min to assess grip strength. Atg7 cKO mice and control mice all remained on the grid for the full length of time and were not found to be significantly different. Walking beam: Atg7 cKO and control mice were allowed to walk across a 0.5-cm beam and were scored on foot slips and falls (higher score = worse performance). Atg7 cKO mice and control mice all scored in the lowest range and performed as expected for healthy mice. n = 4 mice for each genotype. Data are presented as mean ± SEM (error bars). Individual p-values are shown. (E) Electron micrographs showing normal myelin profile in uncut nerves from P90 Atg7 cKO mice fed ad libitum. Box plots show quantification of axonal numbers (left) and G ratio (right) in control and Atg7 cKO sciatic nerves. n = 3 mice for each genotype. Box plots correspond to center quartiles, with the black bar indicating the median, and whiskers extend from the 5th to the 95th percentiles. (F) Western blot analysis showing normal levels of myelin proteins MPZ, MBP, and periaxin in uncut nerves from P90 control and Atg7 cKO mice fed ad libitum. Graphs show densitometric analyses of these myelin proteins (relative to Gapdh). n = a minimum of four mice for each genotype. Table S2 shows changes in levels of individual lipid species after nerve injury in ATG7 WT and cKO mice as determined by UPLC analysis of purified myelin and is provided as a Word file. Table S1 . List of primers used for RT-qPCR (Continued) 
